[Long-term evolution of C-terminal of HCV NS3 protein containing the predicted CTL epitopes in two HCV patients].
To investigate the Long-term evolution of NS3 C-terminal protein containing the predicted CTL epitopes. The HLA typing was determined serologically in two chronic HCV patients. Based on this, the HLA restricted CTL epitopes were predicted by HLA binding motif. Sera samples were amplified by PCR, HCV was sequenced and translated into proteins. The changes of predicted CTL epitopes were analysed. No obvious change was observed in predicted CTL epitopes in two chronic HCV patients during 5 and 3 years. It demonstrated that the C-terminal of HCV NS3 protein containing the predicted CTL epitopes may have no relationship with HCV persistence.